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Input example

SNP

1

BS00112130,5A, ACCGGGTTGGAACT [A/G] AGCTAGCGCATCCCGGGT
BS00112229, 5A, GCCACATCCATATCCTTCCATC[A/G]TGTTCACCTGGCAGCTTTTG
BS00112558, 5A, CCCGGATCCAAAATC[T/G]ctcttgccttectgaacgaaagagg

/] |

Marker id

Marker sequence
Chromosome and genome



Input example

J A T ©® NS o [ e [ F [ G [ W [ 1 [ J [T K [t [ ™
1 [SNPID Chromosomi Sequence
2 |BS00112130 5A CTACGCGCCCTCGGGCCCGAACAACCACCACAAGCCACCGGGTTGGAACT[A/GJAGCTAGCGCATCCCGGGTCACAACTTTCATAAAGTTATATCGGTGGTTTC
3 |BS00112229 5A TCTTCAAATTTGCACTTCATACATCTGTGCCACATCCATATCCTTCCATC[A/GITGTTCACCTGGCAGCTTTTGGGATAAGAGACGCCTAACACTTATTGTTAG
[E8 Bs00112558 5A [GGATTCGGCEGGAGAGGGCGGCGGGAGCTGGAGGCCCCGGATCCAARATCIT/G]ctcttgect tetgaacgaaagaggaaccgeccecatggragageaticty
5 |BS00113122 5A ACAACGCATCACCAATTCGTCCGACAGTGTAAAATGCGTTTGTGTTAGCTIA/G]AGTGAAAATTAGAGATCAGCCTGGTGGTACTTTATTATTTTATICTATAG
_ 6 |BS00114740 5A AAAGGGGCATGATGAGACGGGAGCTAGAAAGATTATGCACATTCTTACACIA/GJAAAGATATATTGAAAAACTGACACTATTTCGCCTCATTGATGGAATCAAC
7 |BS00115880 5A CTTGCATTCCAAACCTGAAGCATACTTTCATATCAGTTCTTCCTGCCTTC[A/G]cagaggatgaagtggtaccegtgcgtagacttgaatggtgcactagtage
_ 8 |BS00003618 5A GTGTGTGAGCTTTGGTGCCATTTTGGGTAGGGCTCTGTATGTGAATTGGG(T/GAAACTGTGGCCTGGGTGTGTACCACGGTGTCCATTTTCAGTTGTTTTGTT
9 |BS00005311 5A GAGACTGGTGCCCTTGCAACATGCCAGTGAGCAGGTGCCATGGATCGAAGA/Gaaacactcctaagecaaagatggacatgggtagagtgatectagaagatg
10 |BS00009531 5A ATTCATGCTTTCATTTTTTGTGGTCTCTACCAAAAATGACCCGCAACAGT[A/G]GTGATATTCGCCATCATAGAACCATGGATCCTCCTCGGAGGTCTTCCACE
11 |BS00015653 5A CACTCCACCAAGAGCGGTGATGAGCTTACCAGCCTCAAGGACTACGTGAC(T/G|AGGATGAAGGAGGGCCAGAACGACATCTACTACATCACCGGTGAGAGCAA
12 |BS00021725 5A GGTGAACATTTATAATAGACGTGGGCCATTTTCGTGAAATTAGTAATAGCA/G]GTTATTATTTAACAGTGCATGCACATATGGGAAACATAGTACGAGTATAC
<+ » TT] A SNPs for PolyMArker.csv / + I II

Normal View | Ready Sum=0 | | [ 4



Input example

Save As: |MarkersSa.csv l E]
Tags: | l
[4[»][Eﬂlém[Desktop ;] (@
FAVORITES [Z5] Applications » = 5_Homoeo...ign+AP.ppt
(=] Dropbox - assemble.out (] 20121219_scripts L
[ Desktop [ bin » |5 20121219 _scripts.zip
(] Calibre Library ~ (] 678258843.epub (2
e [ Clash.mkv & 1216534110.full.pdf
# Applications [] CLC_Data * |« advplots.pdf
[ Documents Desktop »  all_runs.csv
(=) Pictures [ doc > |« all.global_i...actions.pdf
SHARED (i3] Documents » |« atfinkelgate .jpg
(3| Downloads r i« BgPg4snCl...

@ ji-cfs2 =

Description

Exports the data on the active sheet to a text file that uses commas to separate values in cells.

Learn more about file formats

| Options... | | Compatibility Report... | Compatibility check recommended

|| Hide extension | Cancel | | Save |




10100100
CGACATAT

Input example

S52 G76C,1B,agtcgctccggecgtgatcctcatc[G/C]tcttcttcctecctctecgecgacc
S32 (C38G,1B,actatgttagtactagtttcatccaatgtg[C/G]tcagctgtatggtgat
S52 T19G,1B,caaga[T/G]gtgttaacagcatacttcggagttccttcctacattgatagc



Template sequence

SNP-1 A cgcatttGcgcgYgcgataccggecgectKtgGgaatatttgcagcgaaggegtg

SNP-1 B cgcatttAcgcgYgcgataccggcgecctKtgAgaatatttgcagcgaaggegtg



Global alignment
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Global alignment
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SNP-1 A cgcatttGegegYgegataccggegectKtgGgaatatttgecagegaaggegtg

SNP-1 B cgcatttAcgcgYgcgataccggegectKtgAgaatatttgcagegaaggegtg
IWGSC-5A cgcatttGecgegecgecgataccggegectTtgGgaatatttgcagecgaaggegtg
IWGSC-5B cgcatttAcgcgcgecgataccggegectGtgGgaatatttgegaaggegtg

IWGSC-5D catttGecgegTgcgataccggegectGtgGgaatatttgecagecgaaggegtg



Local Alignment

- e Template
!
| |
# Cont|g1 1A

T e s Contig3_1B

_ Contig7_1D



Local Alighment
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SNP-1 A cgcatttGecgegYgecgataccggegectKtgGgaatatttgcagecgaaggegtg

SNP-1 B cgcatttAcgcgYgcgataccggcgecctKtgAgaatatttgcagcgaaggegtg
IWGSC-5A cgcatttGecgecgegegataccggegectTtgGgaatatttgcagecgaaggegtg
IWGSC-5B cgcatttAcgcgcgcgataccggcgectGtgGgaatatttge---gaaggegtg

IWGSC-5D C- -atttGecgegTgecgataccggegectGtgGgaatatttgcagecgaaggegtg



Selection of primer candidates

SNP-1 A cgcatttGecgecgYgecgataccggegectKtgGgaatatttgcagecgaaggegtg
SNP-1 B cgcatttAcgcgYgcgataccggcecgectKtgAgaatatttgcagecgaaggegtg
IWGSC-5A cgcatttGecgegegegataccggegectTtgGgaatatttgcagegaaggegtg
IWGSC-5B cgcatttAcgcgcgcgataccggcgccthéGbaatatttgc———gaaggcgtg

IWGSC-5D ©- —attthgchgcgataccggcgccthg:_Gfgaatatttgcagcgaaggcgtg

non-homeologous



10100100
CGACATAT

SNP-1 A cgcatttGegecgYgecgataccggegectKtgGgaatatttgcagecgaaggegtg

Selection of primer candidates

SNP-1 B cgcatttAcgcgYgcgataccggcgectKtgAgaatatttgcagcgaaggegtg
IWGSC-5A cgcatttﬁézgcgcgcgataccggcgcctTtgGgaatatttgcagcgaaggcgtg
IWGSC-5B cgcatttAcgcgcgcgataccggcgccthgGgaatatttgc———gaaggcgtg

IWGSC-5D €~ -atttGCgCngcgataccggcgccthgGgaatatttgcagcgaaggcgtg

homeologous
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SNP-1 A cgcatttGecgcgYgecgataccggegectKtgGgaatatttgcagecgaaggegtg

Selection of primer candidates

SNP-1 B cgcatttAcgcgYgcgataccggcgectKtgAgaatatttgcagcgaaggegtg
IWGSC-5A cgcatttGecgecgegegataccggegectTtgGgaatatttgecagecgaaggegtg
IWGSC-5B cgcatttAcgcgjcbcgataccggcgccthgGgaatatttgc———gaaggcgtg

IWGSC-5D C- —attthgcg:IegcgataccggcgccthgGgaatatttgcagcgaaggcgtg

semi-specific
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SNP-1 A cgcatttGecgecgYgecgataccggecgectKtgGgaatatttgcagecgaaggegtg

Selection of primer candidates

SNP-1 B cgcatttAcgcgYgcgataccggcgcctKtgAgaatatttgcagcgaaggegtg
IWGSC-5A cgcattthgcgcgcgataccggcgccﬁTﬁgGgaatatttgcagcgaaggcgtg
IWGSC-5B cgcatttAcgcgcgcgataccggcgcch%gGgaatatttgc———gaaggcgtg
IWGSC-5D c——attthgchgcgataccggcgccéﬁ£gGgaatatttgcagcgaaggcgtg

——————— e b B

:

specific

MASK
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SNP-1 A cgcatttGecgcgYgecgataccggegectKtgGgaatatttgcagecgaaggegtg

Selection of primer candidates

SNP-1 B cgcatttAcgcgYgcgataccggcgectKtgAgaatatttgcagecgaaggegtg

IWGSC-5A cgcatttGecgcgegicgataccggegectTitgGgaatatttgcagecgaaggegtg

IWGSC-5B cgcatttAcgcgcgcgataccggcgectGtgGgaatatttge---gaaggegtg
IWGSC-5p C--atttGegegTgegataccggegectGtgGgaatatttgecagegaaggegtg

——————— R el L bt

|

semi-specific specific

MASK



Output

2]

® 00 1 primers.csv "
PEHOES®S $ 0 06 Z-% ¥ @& dak e Q- null ORID)]
\ #A Home | Layout | Tables ‘ Charts l SmartArt | Formulas | Data ] Review | | v
a3 s 0 @ (= f| [~
| A [ B G D e F [ G [ H | 1 ol K 15 [ M N o [ J |
1 Marker SNP RegionS chromos total_c contig_regiol SNP_type A B common primer_type orientation A_TM B_TM common_TN selected_froi product_size
_ 2 |BSD0112130 A51G 201 5A 3 IWGSC_CSS_ homeologous aagccaccgggttggaactG aagccaccgggttggaactA atgaaagtTGtgacccggeA chromosome_specific forward 62.976 61.421 59.231 second 50
_ 3 |BS00112229 AS1G 201 5A 3 IWGSC_CSS_ h I A BB gC h _semispecific forward 58.3%6 57.354 59.329 first 56
_ 4 |BS00112558 T51G 81 5A 2 IWGSC_CSS_ h I gECCCCRE: aggecccggatccaaaatcT gcggttectetttcgttcag chromosome_nonspecific  forward 62.625 61.289 59.209 second 50
_ 5 |BS00113122 A51G 201 5A 3 IWGSC_CS5_h I cagg! cagg! tttcactT cgacttgtaCAACGcatcaC chromosome_semispecific reverse 57.398 57.001 57.513 first 82
_ 6 |B500114740 AS1G 201 5A 1 IWGSC_CSS_ h I tgattccatcaatgaggegaa chromosome_nonspecific  forward 57.117 NA 57.72 first+ 73
_ 7 |BSD0115880 A51G 201 SA 3 IWGSC_CSS_h I t T h :_specific forward 59.153 58.226 57.366 second 73
_ 8 | BS00003618 T51G 201 5A 3 IWGSC_CSS_ non-homeologous acacCcaggcCaCagTttC acacCcaggcCaCagTttA gagCtac tcagT h _semispecific reverse 60.153 58.763 58.057 first 90
_ 9 |BSD0005311 A51G 201 5A 3 IWGSC_CSS_ homeologous catacctttggcttaggagtgtttC catacctttggcttaggagtgtttT  Agtgagcaggtgccatggh chromosome_specific reverse 59.876 59.523 61.226 second 50
10 |BS00009531 AS1G 201 5A 3 IWGSC_CSS_ h | A CccgeaacaGtG A CccgcaacaGtA acctctcagggaaaggaaaAl chromosome_specific forward 58.874 57.365 57.489 second 105
_11 |BS00015653 T51G 201 5A 8 IWGSC_CSS_ homeologous ctggeectectteatceTC ctggeectectteatecTA gEt: ch _semispecific reverse 59.164 57.753 58.437 first 83
12 | BS00021725 AS1G 120 5A 1 IWGSC_CSS_SAL_scaff_2810478:4471-4541
13 |BS00021939 A51G 201 5A 2 IWGSC_CSS_ non-homeologous  cCatgtggagactgttcacC cCatgtggagactgttcacT aaAgC gaccC h _semispecific reverse 58.186 57.153 57.793 first 71
14 |BS00022003 T51C 101 5A 2 IWGSC_CSS_5SDL_scaff_4518678:2598-2698 |IWGSC_CSS_5BL_scaff_10884282:4874-4974
i BS00022110 T51C 201 5A 2 IWGSC_CSS_ hi I T tgggacccac h | ific forward 59.381 58.501 60.179 second 74
_16 |BS00022191 T51C 64 5A 1 IWGSC_CSS_SBL_scaff_10871411:3696-3759
17 | BS00022500 AS1G 201 5A 3 IWGSC_CSS_h I CcagaGC CcagaGT cctgaCy h _semispecific reverse 59.055 57.727 58.752 first 65
_18 |BS00022815 A51G 201 5A 2 IWGSC_CSS_h I Cy gAC cacgagGCgAT getcaaacaggticttaattcgT chromosome_semispecific reverse 60.389 59.465 57.315 first 73
19 | BS00023407 AS1G 201 5A 2 IWGSC_CSS_ homeologous TGAGGAAgaagaggtacctagC TGAGGAAgaagaggtacctagl]  actgcttccatggettecT chromosome_semispecific reverse 58.367 57.05 58.918 first 30
20 |BS00024602 T51G 84

I < » »i

primers.csv | +

201 5A 1 IWGSC CSS mn-homeolious tocatciaiatcaﬁiaa(i tccanciaiatcaﬁiaﬂ ﬁiﬁmmcicaaca chromosome nonﬁiﬁc forward 59.375 58.766 59.693 second

:

|
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