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Comparative analysis of genome composition in Triticeae reveals strong variation in transposable
element dynamics and nucleotide diversity.

Middleton CP, Stein M. Keller B, Kilian B, Wicker T.

Plant J. 2012 Oct 12. doi: 10.1111/tpj.12048. [Epub ahead of print]

PRID: 23057653 [PubMed - as supplied by publisher]

Related citations

Quantitative RT-PCR based platform for rapid quantification of the transcripts of highly homologous
multigene families and their members during grain develogment.

Kaczmarczyk A, Bowra S, Elek Z, Vincze E.

BMC Plant Biol. 2012 Oct 9;12(1):184. [Epub ahead of prinf]

PKID: 23043496 [PubMed - as supplied by publisher] Free Article
Related citations

Confined doping on a metallic atomic chain structure.
Barke |, Polei S, V Oeynhausen V', Meiwes-Broer KH.
Phys Rev Lett. 2012 Aug 10;108(6):0665801. Epub 2012 Aug 7.

PRID: 23006291 [PubMed - in process]

Related citations

The german version of the internet addiction test a validation study.
Barke A, Nyenhuis N, Kréner-Herwig B.
Cyberpsychol Behav Soc Netw. 2012 Oct;15(10):534-42. doi: 10.108%cyber.2011.0616. Epub 2012 Sep 24.

PRID: 23002534 [PubMed - in process]
Related citations

Sex-specific predictor analyses for the incidence of recurrent headaches in German schoolchildren.
Galtmann J, Barke A, van Gessel H, Kréner-Herwig B.

Psychosoc Med. 2012;9:Doc03. Epub 2012 Aug 7.

PMID: 22879857 [PubMed]  Free PMC Article

Related citations
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Scholar About 0.02 25
Artices Aftention-deficit hyperactivity disorder and hyperkinetic disorder.
JM Swanson, JA Sergeant, E Taylor, EJ Sonugs-Barke... - Lancet, 1938 - nchi.nim.nih.gov
Legal documents. Attention-deficit hyperactivity disorder and hyperkinetic disorder, ... Sy JM, Seng
JA, Taylor E, Sonuga-Barke EJ, Jenzen PS, Cantwell OF. .. UCI| Child Development Canter,
University of California, Irvine 52715, USA. ... Comment in Lancet. 15958 May 9;351(3113) .
Amy time Cited by 824 Related articles BL Direct  All 13 versions  Gite
Since 2012
Sines 2011 Psychological heterogeneity in ADMHD—a dual pathway model of behaviour and cognition
Since 2008 E.J5 Sonugz-Barke - Behavioural brain research, 2002 - Elsevier
Custom range... Psychological accounts have characterised attention-deficithyperactivity disorder (AD/HD)

as either a neuro-cognitive disorder of regulation or a motivational style. Poor inhibitony
control is thought to underpin ADVHD children’s dysregulation while delsy aversionis a ...

Sart by relevance Cited by 457 Related articles  All 13 versions  Citz

Sart by date

Causal models of attention-deficithyperactivity disorder: from common simple deficits to multiple
] include patents developmental pathways
w7 includs citations E.J& Sonugs-Barke - Biclogical psychistry, 2005 - Elsevier

Until recently, causal models of attention-deficithyperactivity disorder (ADHD) have tended
to focus on the role of common, simple, core deficits. One such model highlights the role of

& Creats slert executive dysfunction due to deficient inhibitory control resulting from disturbances in the ...
Cited by 387 Related articles  All 12 versions  Cits

Characterizing cognition in ADHD: beyond executive dysfunction

F¥ Castellanos, EJS Sonugs-Barke, MP Milham... - Trends in cognitive ..., 2008 - Elsavier
The hypothesis that Attention-Deficit/Hyperactivity Disorder (ADHD) reflects 3 primany
inhibitory executive function deficit has spurred 3 substantial litersture. However, empirical
findings and methodological issues challenge the etiologic primacy of inhibitory and ...
Cited by 383 Relsted articles  All 14 versions  Cits

Hyperactivity and delay aversion—|. The effect of delay on choice

E.J& Sonuga- Barke, E Taylor, 5 Sembi... - Journal of Child ..., 2008 - Wiley Online Library
Abstract Two experiments arc reported in which hyperactive and control children repeatedhy
chose between small immediste and large delsyed it-wards. In experiment 1, the best
«choice option was manipulated by vanying levels of delay after reward deliveny. In ...
Cited by 347 Related articles  All & versions  Cite

The ecological validity of delay aversion and response inhibition as measures of impulsivity in

ADMHD: a supplement to the MNIMH multimodal treatment study of ADVHD
MV Solanta, H Abikoff, E Sonugs-Barke... - Journal of sbnormal ..., 2001 - Springer
Impulzivity iz a primary symptom of the combined type of Attention Deficit/Hyperactivity
Disorder {ADvHD). The Stop Signal Paradigm is premised wpon a primary deficit in inhibitory
control in ADVHD, whereas the Delsy Aversion Hypothesis, by contrast, conceptuaizes ...
Cited by 224 Relsted articles  BL Direct  All 14 werzions  Cite

European clinical guidelines for hyperkinetic disorder—first upgrade
..., A Rothenberger, E Sonugs-Barke... - European child & .., 2004 - Springsr

Background The validity of clinical guidelines changes over time, because new
evidencebased knowledge and experience develop. Objective Hence, the European clinical
guidelines on hyperkinetic disorder from 1928 had to be evalusted and modified. Method ..

Cited by 332 Related articles BL Direct  All 33 versions  Gite

[PoF] from ucsd.edu

[PoF] from vanderbilt edu

roF] from adhsnetz-koeln.de
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Integrated Search in Genomics Resources

trans-Mational Infrastructure for Plant Genomic Science
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estimated hits 21
estimated hits 2

maze
mazie estimated hits 0
maire estimated hits 2|
maine estimated hits 0
faize estimated hits 0
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Download Search Results

CGEPI_MAIZE Reviewed: 567 A4~ RecName: Full=Glucose-6-phosphate isomerase. cytosolic; Short=GPIl. EC=5.3.1

lglucose-6-phosphate

/

(Score: 91.2%

R
N

Indexed
Database

N

Results 1-8 from 20 ranked (Total: 20 )

Source: uniprot_sprot)

FEATURE TABLE DATA:CHAIM 1 567 Glucose-6-phosphate isomerase, cytosolic; REFERENCE TITLE: encoding glucose-6-phosphate isomerase from maize.”;; DESCRIFPTION:Rechlame: Full=Glucose-

6-phosphate isomerase, cytosolic, Shot=GPI; EC;

Database:optimas Datsbase:ensembl

Optiv1528309 »* ENSTOD0003568487 "

ENSMUST00000028027 ="
ENSRNOTO00000032613 *"
-

ENSTO0000415930 *

ENSTO0000392234 "

Tso24F0z =" a8 "
TS034F02u " 5"
HT12K01r =° 5 "

Database:oest Database:metacrop

HT12K01u ="

HWOTM21u ="

(Score: 890.5%

Source: uniprot_sprot)

GEPD_MAIZE Reviewed; 15 A4 RecMName: Full=Glucose-5-phosphate 1-dehydrogenase, cytoplasmic isoform: Sho
FEATURE TABLE DATA:CHAIM =1 =15 Glucose-6-phosphate;, REFERENCE TITLE The maize two dimensional gel protein database: towards; DESCRIFTION . RecMame: Full=Glucose-6-phosphate

1-dehydrogenase, cytoplasmic; DATABASE CROSS-REFERENCES glucose-6-phosphate dehydrogenase activity; IEAEC. GO; GO:0006006; P:glucose;

Database:metacop

COHEFO_MAIZE Unreviewed; 384 AA. RecName: Full=Glucose-6-phosphate 1-dehydrogenase; EC=1.1.1.49; (Score: 90% Source: uniprot_trembl)
REFERENCE TITLE 'Maize Full-length cDMNAProject”,, DESCRIFTION Rechame: Full=Glucose-G-phosphate 1-dehydrogenase; EC=1.1.1.49;, DATABASE CROSS-REFERENCES glucose-6-phosphate

dehydrogenase activity, IEAEC. GO; GO:0050661; F-NADP binding;

Databaseoptimas Database ensembl | lwd Database metacrop

Optivisazagr =" ENSMUSTO0000004227 = apo +*
ENSTO0000291567 = 84 +°
ENSTO00D0292862 = age +*
ENSTO0000292864 = oo ="

ENSRNOTO00000562317 ="
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General information

Entry name G6PI_MAIZE
Accession number P49105
Integrated 01-FEB-1996, UniProtKB/Swiss-Prot.

Sequence update  01-FEB-1996, sequence version 1
Annotation update  03-OCT-2012, entry version 65

UniSave P49105
UniRef100 { UniRef100 P49105 |
UniParc UPI0000036BD3
Description Recommended Full=Glucose-6-phosphate isomerase, cytosolic;

Short=GPI;

EC=5.3.1.9:

Synonym Full=Phosphoghcose isomerase;

Short=PGI;

Full=Phosphohexose isomerase;

Short=PHI;

Gene name(s) PHI1
Organism source  Zea mays (Maize).

Taxonomy Eukarvota; Viridiplantae; Streptophvta; Embryophyta; Tracheophvta; Spermatophvta; Magnoliophvta; Liliopsida; Poales; Poaceae; PACMAD clade; Panicoideae; Andropogoneae; Zea.
NCBI TaxID 4577

References

[1] Lal.SK.. Sachs M M.
Cloning and characterization of an anaerobically induced cDNA encuding‘ glucose-6-phosphate Isumerase frurr| maize
(1995) Plant Physiol. 108:1295-1296

Position NUCLEQTIDE SEQUENCE [MENA].
Comments STRAIN=cv. B73; TISSUE=R.oot;
Medline 95357418
DOI 10.1104/pp.108.3.1295;

PubMed 7630947 I@ : I@ I@ I I
CiteXplore
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General information
Entry name G6PI_ MAIZE

Accession number P49105 Metacrap
megmed  01-FEB-1996, UnProrkESwis T [ e =

Sequence update  01-FEB-1996, sequence version 1

Annotation update  03-OCT-2012. entry version 65 Conversions Conversion details
UniSave P49105 » Details [ AddToCar |
Login
doeli Iw I phosphoglucose isomerase (pPGI) -
UniParc UPI0000036BD3
Description and origin of the Protein Conversion name: phosphoglucose isomerase (pPGl)
L. Formula: D-fructose B-phosphate <=> D-glucose B-phosphate
N = Full=Ghcose-6-phe Reversible?: yes
Short=GPI; Catalysed?: yes
EC=5310 Substrate: D-fructose B-phosphate
— Product: D-glucose G-phosphate
Synonym Full=Phosphoghicos Catalyst: phosphoglucose isomerase (pPGI, PGI Il
st PGL- rEC number: 5319
Full=Phosphohexos
S PHI- Compartment Locations
hort=PHL
Gene name(s) PHI1 phosphoglucose isomerase (pPGl)
Oreani 7 . phosphoglucose isomerase (pPGI) (amyloplast)
g source ca mays ( e)- phosphoglucose isomerase (pPGl) (etioplast)
Taxonomy Eukarvota; Viridiplantae; Streptophyi phosphoglucose isomerase (pPGl) (plastid)
NCBI TaxID -4
References
[1] LalS K., Sachs MM Conversion pathways
Clt-min-g and characterizat
(1995) Plant Physiol. 108: Pentase phosphate pathway
Glycolysis. Gluconeogenesis
Position NUCLEOTIDE SE(
Comments STRAIN=cv. B73;" C - -
onversion locations
Medine 95357418 [ Publication | Species[State O Plan]_Organ | Tissue | _Cell |Compartment
DOI 10.1104/pp 1083 1 T
PubMed PubMed ID: 16652944 H‘l”de“’“ and (ctiolated 'O:l '021 6?20?051513
7630947 I@ I% vulgare cniapmet Y feed) {unknown)  {unknown) (etioplast)
stage)
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General information

Entry name G6PI_MAIZE
Accession number P49105
Integrated 01-FEB-1996, UniProtKB/Swiss-Prot.
Sequence update  01-FEB-1996, sequence version | Conversions
Amotation update 03-OCT-2012, entry version 65 s
UniSave 49105 Login
UniRef100 IUde‘l(}O P49105 I
UniParc UPI0000036BD3
Description Recommended  Ful=Glucose-6-phosphate isomerase, cytosolic
Short=GPI,
EC=53.19 s
Synonym Full=Phosphoghicose isomerase;
Short=PGl
Full=Phosphohexose isomerase;
Short=PHI,
Gene name(s) PHII
Organism source  Zea mays (Maize).
Taxonomy karyota; Viridiplantae, Streptophyta, Embryophyta; Tracheoph
NCBI TaxID

References

[1] LalSK., Sachs MM,
Cloning and characterization of an anaerobic
(1995) Plant Physiol. 108:1295-1296

Position NUCLEOTIDE SEQUENCE [MRNA].
Comments STRAIN=cv. B73; TISSUE=Root,

MetaCrop

Formula: D-fructose 6-phosphate <=> D-glucose 6-phosphate
Reversible?: yes
Catalysed? yes
Substrate: D-fructose 6-phosphate
Product D-glucose 6-phosphate
Catalyst: phosphoglucose isomerase (pPGI, PGI I)
; IECnumber 5319 |
Compartment Locations

Medline 95357418

ata
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Conversion details

phosphoglucose isomerase (pPGI)

Conversion name: phosphoglucose isomerase (pPGI)

CONVERSIONNAME

phosphoglucose isomerase (pPGl)
phosphoglucose isomerase (pPGl) (amyloplast)
phosphoglucose isomerase (pPGl) (etioplast)
phosphoglucose isomerase (pPGl) (plastid)

1-4
Conversion pathways
Pentose phosphate pathway
Glycolysis, Gluconeogenesis
Conversion locations
P0O.0009012

Hordeum (P30t growth 103 10:1 101 GO.0009513
PubMed ID: 16652944 and (etiolated .

vulgare Sovel ¢ leaf) (unknown)  (unknown) (etioplast)

stage)




ID

Indexed Database External Database

GBPI_MAIZE Reviewed; 567 A4 . RecName: Full=Glucose-6-phosphate isomerase, cvtosolic: Short=GPl: EC=5.3.1  (Score;91.2%  Source: uniprot_sprot)
FEATURE TABLE DATA:CHAIN 1 567 Glucose-6-phosphate isomerase, cytosolic. REFERENCE TITLE: encoding glucose-6-phosphate isomerase from maize."; DESCRIPTION RecName: Full=Glucose-

6-phosphate isomerase, cytosolic; Short=GPI; EC;
Database:optimas Database ensembl O Datsbase aest D Database: metacrop
OptiV1528309 ** ENST00000356487 ** TS034F02r ** @
ENSMUST00000038027 ** TS034F02u *° 5"
ENSRNOT00000022613 *" HT12K01r +° a5 "
ENST00000415920 +* HT12K01u *°
ENST00000292234 " HWOTM21u **
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Type your query like: germin
Which databases are indexed?

These databases are indexed:
Database
trait ontology
pfam
gramene taxonomy ontology
plant_ontology
taxonomic allium reference collection
uniprot_sprot
gene_ontology
uniprot_trembl
garlic shallot core collection
pdb

genebank information system of the ipk
gatersleben

Records
1172
230
6737
1585
3871
531473
36803
15325220
176
85195
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Type your query like: germin
Which databases are indexed?
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J+ Lailaps Result Browser
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THE LIFE SCIENCE SEARCH ENGINE

supported hy estlmated hItS 6636
tran ? estimated hits 67
i estimated hits 41

Hit confidence Download Search Results E Query time: 0 seconds

METK4 HORVU Reviewed: 396 AA. - uniprot_ Search in Databases:
REFERENCE COMMENT(S):STRAIN=CV. Barke " uniprot_trembl

Database:ensembl @ Database:crest I@ Database:metacrop

ENST00000372213 *° HZE2F04r ~ 555

uniprot_sprot

=

genebank information
system of the ipk
Il

ENSMUSTO0000047286 HZG5L24r * gatersleben

EMNST00000306434 «° HWO7117r pdb

ENSMUST00000059472 +° HVI0F14r *

ENSPPYT00000014193 ° HV11C0Tr

2vmz OXIDOREDUCTASE 21-JAN-08. (Score: 95.1% Source: pdb)
SOURCE:: BARKE &6 EXPRESSION_SYSTEM: ESCHERICHIA COLLT EXPRESSION_SYSTEM_TAXID,

Database.optimas

Optivis20255 -

2iwt OXIDOREDUCTASE 04-JUL-06. (Score: 95.1% Source: pdb)
SOURCE:: BARLEY 4 ORGANISM_TAXID: 45135 VARIANT. BARKE 6 EXPRESSION_SYSTEM:.

Database:crest I@

No Synonyms found

RUS34H10w *
Type of Data Link:
all hits

. direct data links
HBO3N10r +* indirect data links

HT12H20r °

.y
HX10L 17w«

HB19I01r *

METK3 HORVU Reviewed: 394 AA.  (Score: 951%  Source: uniprot_sprot)

4
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supported hy E
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Statistics

tran

METK4_HORVU Reviewed; Legend:

396 AA. 20 RuleAttribute
 RuleDatabase
RuleFrequency
RuleCooccurence

2vin2 OXIDOREDUCTASE -
21-JAN-08 RuleTextPosition

RuleSynonym
RuleOrganism
RuleSequencelength

2iwt OXIDOREDUCTASE RuleKeyWord
04-JUL-06

BarChart -
Choose

METK3_HORVU Reviewed;
394 AA.

2viu OXIDOREDUCTASE
16-JAN-08
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|- Lailaps Result Browser | |- Lailaps Data Browser

LAILAPS

THE LIFE SCIENCE SEARCH ENGINE The predlcted score:

e sk e e e e e 0 70%

Rate mel

supported by

Lailaps Data Browser and Feedback System

General Description References Comments Links Keywords eatL _

General information - top 5 related entries:

uniprot_trembl,similarity:0.66 ;
QB6J9X6_MEDSA Unreviewed; 391 AA.

uniprot_trembl,similarity:0.65

Integrated 10-FEB-2009, UniProtKB/Swiss-Prot. - BOYIL2_9ASCO Unreviewed: 381 AA.
“m uniprot_trembl,similarity:0.63 :
F4HGAS5 MYCHR Unreviewed: 380 AA.

Sequence update 02-AUG-2005, sequence version 1
Annotation update 03-OCT-2012, entry version 47 = uniprot_trembl,similarity:0.63 |
UniSave Q4LB21 - FAMMQ7_9BACT Unreviewed; 420 AA.

UniRef100 UniRef100_Q4LB21 unlprot_trembl,5|m|Iar|ty._0.6
UniParc UPI000054B592 + E3YQUO_LISMO Unreviewed: 412 AA.

Description and origin of the Protein

DR Recommended Fy|j=S-adenosylmethionine synthase 4;
Short=AdoMet synthase 4;
EC=25.156:

Synonym Full=Methionine adenosyltransferase 4;
Short=MAT 4;

I s m v o,

4




| Firefox =

|- Lailaps Result Browser | | Lailaps Data Browser

Rate me!
THE LIFE SCIENCE SEARCH ENGINE The predicted score:

b ¢ 9 ¢ ¢ ¢ ¢ SReReRENILN

supported by

Lailaps Data Browser and Feedback System

EC=Z5.1.0,

Synonym Full=Methionine adenosyltransferase 4;
Short=MAT 4;
Gene name(s) SAM4

Organism source  Hordeum vulgare (Barley).

Taxonomy Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta; Spermatophyta; Magnoliophyta; Liliopsida;
Poales; Poaceae: BEP clade; Pooideae; Triticeae; Hordeum.

NCBI TaxID 4513

References

[1] Radchuk,V.V., Sreenivasulu,N., Radchuk,R.I., Wobus,U., Weschke,W.,

The methylation cycle and its possible functions in barley endosperm development.
(2005) Plant Mol. Biol. 59:289-307

Position NUCLEOT!D QLIENCE [MRNAL.
Comments STRAIN SSUE=Seed:;
DOl 10.1007/s11103-005-8881-1;

PubMed 15247558 I@ I
CiteXplore
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estimated hits 12
estimated hits 46766
estimated hits 6636
estimated hits 67
estimated hits 41

e

Hit confidence Download Search Results

38081 Hordeum vulgare convar. distichon var. nutans: {Score: 95.1%

ACCESSION MAMFE Barke:

sid:1352452800181

Results 1-1 from 1 ranked (Total: 1)

Source: genebank information system of the ipk gatersleber

you're logged in as guest@local *

Homepaae / logout

Query time: 0 seconds

Search in Databases:

[

uniprot_trembl
uniprot_sprot

genebank information
system of the ipk
gatersleben

pdb

No Synonyms found

Type of Data Link:
all hits

direct data links
indirect daia links
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You are not logged in Your wish list is empty

Homepage Detailed information

Back to list Select accession Previous/next accession

+ Passport data
Accession number: HOR 13170
Life form: winter type
Availability: available

Accession names
Wish list Type Name Language MNumber of similar

cultivar name Barke = Unknown 1 Show

Language
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fructose-6-phosphate

Search

type your query like: germin

supported hy
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Results 1-8 from 100 ranked (Total: 5154 )
L )

GFPT1 HUMAN Reviewed: 599 A4 . RecName: Full=Glucosamine--fructose-6-phosphate aminotransferase [isomerizi

(Score: 95.2% Source: uniprot_sprot)
FEATURE TABLE DATA: 699 Glucosamine--fructose-6-phosphate aminotransferase; REFERENCE TITLE: glutamine fructose-6-phosphate
amidotransferase.”. 'Generation; DESCRIPTION:RecName: Full=Glucosamine--fructose-g-phosphate aminotransferase;

Hit confidence Download Search Results

. _ 5 A
Database:gnpis Databaseensembl @ Database:crest

Wi13s0064900050.101 . ENST00000357308 = HCO3B24w .

e

W1650098900290.101 . EMST00000357308

e -y

EMST00000357308

W3s0038g00850.101

VWhs0004g06830.101 H EMST00000357308 o

e

V850007 g05260.101

EMST00000357308 .

GLMS METJA Reviewed: 1099 Aa . RecName: Full=Glucosamine--fructose-6-phosphate aminctransferase [isomerizi

(Score: 95.2% Source: uniprot_sprot)
FEATURE TABLE DATA: 71 Glucosamine—fructose-g-phosphate aminotransferase; DESCRIPTION RecName: Full=Glucosamine—fructose-
&-phosphate aminotransferase, DATABASE CROSS-REFERENCES:; IEA InterPro. GO; GO0004360; Fglutamine-fructose-6-phosphate;

I’_\I _\I
Databasegnpis e

F-
Databaseiensembl e

- -

VWi11s0016904080.101 . EMSTO0000357308 .

-

Wi12s50028902020.101 .

VW19s0014g01260.401 #°

W13s0064900050.101 *

L

VWi1650098g00290.101 .

-

ENSMUSTO0000032057 .

ENSMUST00000113658 «°

ENSRMNOTO0000025070 «*

L

ENSBTATO0000002867 .

GFPT1 MOUSE Reviewed: 607 AA . RecName: Full=Glucosamine--fructose-6-phosphate aminotransferase [isomerizi

Srnre 05 200

Snnrre nninrnt cnrntt

you're logged in as guest@local *

Homepaae / logout

Query time: 29 seconds

Search in Databases:
uniprot_trembl

uniprot_sprot
pdb
gene_ontology

No Synonyms found

Filter linked Database:
optimas
gnpis
ensembl

metacrop
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you're logged in as guest@local *
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fructose-6-phosphate estimated hits 5,487

- fructose-1-phosphate estimated hits 295
fructose-6-phosphate estimated hits 16
fructose-6-phosphate2 estimated hits 14
fructose-6-phosphate3 estimated hits 11
fructose-6-phosphated astimatadhits 3
Hit confidence Download Search Results Results 1-7 from 7 ranked (Total: 7 ) Query fime: 29 seconds _

<

G0:0004360: (Score: 95.1% Source: gene_ontology)

Search in Databases:
SYNONYM: 'D-fructose-B-phosphate amidotransferase activity' EXACT [EC:2.6.1.16; NAME glutamine-fructose-8-phosphate transaminase .
(isomerizing; [T uniprot_trembl

[C] uniprot_sprot
Database:ensembl (e prot_sp

- O pdb
ENSTO0000357308 =
° ene_ontol
ENSMUSTO0000032057 Il g A ogy

ENSMUSTO0000113658 =

ENSRNOT00000025070 =

ENSBTAT00000002867 =

GO0046524. (Score: 95% Source: gene_ontology)
SYNONYM -fructose-6-phosphate 2-alpha-D-glucosyltransferase activity' EXACT [EC:2.4 1.14;
Database:metacrop

G0:0003873; (Score: 95% Source: gene_ontology)
SYNONYM -fructose-6-phosphate 2-phosphotransferase activity' EXACT [EC:2.7.1.105:

£ .
Database:ensembl '/ Database:metacrop No Synonyms found

ENSBTAT00000002753 = 302 **

Filter linked Database:
optimas

gnpis
ensembl

ENSRNOT00000005729 =

ENSRNOT00000037679 =

ENSRNOT00000050354 =

ENSRNOT00000050859 =

metacrop
Iaratialalalalshe sk A = VNS
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THE LIFE SCIENCE SEARCH ENGINE The predicted score:
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Lailaps Data Browser and Feedback System

I the Gene OntOlogy étop 4 related entries:

' m gene_ontology,similarity:0.44
Search Browse Homolog Annotations "9 = gy, y:V.

I G0:0047905
Search GO | | © terms O genes or proteins Y ;
; m gene_ontology,similarity:0.39

G0:0047334

glutamine: fructose-6-phosphate transamir " %egf&??n;glgosgv,similaritv:o-:z?

aCt'IV'Ity ‘= uniprot_sprot,similarity:0.22
I NODM RHILT Reviewed; 102 AA.

Term information # Term neighborhood # External references %

Term Information

Accession G0:0004360

Ontology Molecular Function

Synonyms exact: D-fructose-6-phosphate amidotransferase activity
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fructose-6-phosphate maize

Search

type your query like: germin

Hit confidence Download Search Results Results 1-8 from 11 ranked (Total: 11 ) Query time: 0 seconds

L 4

B7ZYR6 MAIZE Unreviewed: 618 AA"  (Score:949%  Source: uniprot_trembl) e
REFERENCE TITLE Maize Fulllength cDNA Project.’; 'Maize Full-length cDNA Project.';; DATABASE CROSS-REFERENGES:; IEAInterPro. GO oot trembl
GO:0047334; F-diphosphate-fructose-§-phosphate: ORGANISM SPECIES Zea mays (Maize).: LR

uniprot_sprot

Database:optimas e Database:ensembl e

“a
¥

ENSBTATO0000000359 *

Optiv1C09420

Optiv1C09420 * ENSTO0000340802 *

e
v

Optiv1C09420 ENSTO00000359794 .

Optiv1C09420 . ENSMUSTO0000051226 .

Optiv1C05440 “* ENSMUSTO0000163507 “*

B4FQM2 MAIZE Unreviewed: 564 AA . (Score: 94.8% Source: uniprot_trembl)
REFERENCE TITLE:'Maize Full-length cDNA Project.’; 'Insights into corn genes derived, DATABASE CROSS-REFERENCES diphosphate-
fructose-6-phosphate 1-phosphotransferase activity, IEA; ORGANISM SPECIES Zea mays (Maize).:

L) g
[ ]

Database:optimas e Databaseensembl e

Optiv1529292 “* ENSBTAT00000000359 *

Optiv1C02296 ** ENST00000340802 **
Filter Synonyms:

ZEA MAYS

Optivic1440g «* ENST00000359794 «°

Optiv1C14408 ® ENSMUST00000051226 «°

e
-

Optiv1C14408 ENSMUSTO0000163507 .

BESGB6 MAIZE Unreviewed: 616 AA . (Score” 94.8% Source: uniprot_trembl)
REFERENCE TITLE:", 'Maize Full-Hlength cDNA Project.';; DATABASE CROSS-REFERENCES:; GO:0047334, F-diphosphate-fructose-
&-phosphate 1-phosphotransferase; ORGANISM SPECIES:Zea mays (Maize).;

Database:optimas s Database:ensembl




PRreioe
G‘ 3 K] pgrc.ipk-gatersleben.de/lailaps/Result idmapentryRankLink sdirect?sp=5108408402 8isp=Shttp %34 %2 F 2 Fpgre-35.ipk-gaters -
|- Lailaps Result Browser | |- Lailaps Data Browser

LAILAPS

THE LIFE SCIENCE SEARCH ENGINE The predicted score:

b .4 ¢ ¢ ¢ ¢ ¢
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Annotations

NCBI NRPEP m_

NCBI Maize Unigene

EMBL Fungi EST Optiv1C09420
Blast2Go

Uniref Blast UnirefBlast

Mapping Optimas ID to 4a.53

Mapping 4365 to Optimas D ___—_-__

P_Optiv1C09420 UniRef100_CaX8X6 94.74 19

4a.53 to OPTIMAS Mapping
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fructose-6-phosphate maize

Search

suppeeted by E type your query like: germin
g
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Hit confidence Download Search Results Results 1-2 from 2 ranked (Total: 2 ) Query time 0 seconds

L 4

E7A287 SPORE Unreviewed: 699 AA . SubName: Full=Probable GFA1-glucosamine--fructose-6-phosphate Search in Databases:

transaminase; (Score: 88.3% Source: uniprot_trembl) uniprot_trembi
DESCRIPTION:SubName: Full=Probable GFA1-glucosamine—-fructose-6-phosphate; DATABASE CROSS-REFERENCES cytoplasm; IEA InterPro. ST
GO; GO:0004360; Fglutamine-fructose-8-phosphate; ORGANISM SPECIES Sporisorium reilianum (strain SRZ2) (Maize head smut fungus). uniprot_sprot

o

Database:gnpis Database:ensembl o

THE LIFE SCIENCE SEARCH ENGINE

W13s0064g00050.101 . EMNST00000357308 .

W1650098900290.101 . ENSMUSTO0000032057 .

“a
v

ENSMUSTO0000113658 *

W3s0038g00880.101

VW6s0004g06830.101 * ENSRNOT00000025070 *

WwBs0007g05260.101

E3Q6E5 COLGM Unreviewed: 699 AA.. SubName: Full=Glutamine-fructose-68-phosphate transaminase; (Score: 88.3%

Source: uniprot_trembl)
DESCRIPTION-SubMName: Full=Glutamine-fructose-6-phosphate transaminase;; DATABASE CROSS-REFERENCES: cytoplasm; I[EA InterPro. GO;
G0O:0004360; F.glutamine-fructose-8-phosphate; ORGANISM SPECIES Colletotrichum graminicola (strain M1.001 / M2/ FGSC 10212) (Maize;

“a
v

ENSBTATO0000002867 .

Database.gnpis Database:ensembl o)

V13s0064g00050101 «* ENST00000357308 «° Filter Synonyms:

W1650098g00290.101 . ENSMUSTO0000032057 . [l ZEA MAYS

VW3s0038g00880.101 - ENSMUSTO0000113658 -

VWwEs0004g06830.101 * ENSRNOT00000025070 *

W8s0007g05260.101 - ENSBTATO0000002867 -
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Hit confidence Download Search Results

fructose-6-phosphate maize

Search

type your query like: germin

Results 1-1 from 1 ranked (Total: 1)

4

TKTC _MAIZE Reviewed; 675 AA (Score: 79.4%  Source: uniprot_sprot)
REFERENCE TITLE'Structure and properties of an engineered transketolase from maize.';; IDENTIFICATION TKTC_MAIZE Reviewed; 675 AA;
COMMENTS OR NOTES: group from fructose-8-phosphate or sedoheptulose-7-phosphate;

=" =" = 1=

. . . .
Database:gnpis ‘s Database:ensembl as Database:crest Mesd Database:metacrop -

-

e

v0s0218900110.101
W1550048900370.401 *

ENSBTAT00000036390 HV09BOT7r +* 582

- -

HV09BOTu *

ENST00000369915 +* 581

W1650022001440401 +° ENSMUST00000010127 *° HWOSE10u *° 580

- -

HWOBE10V ~

Whs0020902130.101 . ENSBTATO0000011778 .

V0502189001001 +° ENST00000280605 *° HX0SE20r +°

you're logged in as guest@local *
Homepage /logout

Query time: 0 seconds

Search in Databases:
[C] uniprot_trembl

uniprot_sprot

Filter Synonyms:
ZEA MAYS
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T T 70%
supperted by [
tran ﬁfﬁ E

Lailaps Data Browser and Feedback System

LAlbArS BGN [BBML sk

GaTERBLEBEN

|
MetaCrop

Conversions

.99!1‘.‘?.‘?.@.‘9.’.‘?. R Conversion details
Overview Add To Cart
» Details

Login

transketolase (fructose 6-P - erythrose 4-P) (cTK)

Conversion

: transketolase (fructose 6-P - erythrose 4-P) (cTK)
name:

D-fructose 6-phosphate + D-glyceraldehyde 3-phosphate <=> D-erythrose 4-phosphate +
D-xylulose 5-phosphate

Reversible?: yes

Formula:

Catalysed?: ves

Substrate: D-fructose 6-phosphate
Substrate: D-glyceraidenyde 3-pnosphate
Product: D-xylulose 5-phosphate
Product N-envthrose 4-nhosnhate

I
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Rate el
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CR-EST: Tlne IPK Crop EST Database Pisum sathvum g |

( Release v1.5 ) (pea)
[ CRAUST hama = Manu 5 Saquanca form > E5T farm > 05T result 5 05T details ] [EreEsT mera =
E (i
These databases are ndexed: il
Database Records |
. ) EST sequence details
optimas_swissprot 2341
crop est database 264237 This page displays detailed information about EST sequence PSC21F23u. f
metacrop 575 |
= I [E] e search perfarmed ven [#] vownisad Fasta  [#] Downiand scF (race fie)
R@I@va nc@ ersicben.d Result,navigetionLink.sdire 77 - | P 2| 5 —— T e [ T ST
5 | EST IDENTIFIER PECIIF2% TTTTTTTTTTIT I T T TTITT T T T ITTTTTTT T TTTITATTCTCAMS:
you're logged in as guesti@local
Homepage 1 logout || QuaLITY . CACCARAANTCAAGGAGTTGAATGETTTATTCCARACACA
[Bl] <otaimRaRy P5C
| -
rediction |-=*.- vt
EMBL ACCESSION
Results 41-48 from 100 ranked (Total: 5682) Query time: 2= DIRECTION T
i Lailaps Statistics - iy
ertig RUS100F0%w AAHB3505 QSXJ11 DANRE Unreviewred: 861 AA Databases
The contant sbove i by muumun
?ALTﬁ‘.ntS::ﬁCROES»REFERENCES aminoacylation; EA:HAMAP. HAMAP; MF_00123; Arg_{RNA_synth; e .(¢.. By~ C X c iyl g
Source: crop est entrv r vector crop est daf |- LaiLaps Result Browser || famig
B80.5%  psCc2iF23u NP 1792437 optimas._sptr | i
DATABASE CROSS-REFEREMNCES:: step 1/1. - SIMILARITY: Belongs to the Orn/Lys/Arg decarboxylase; = LATLAPS
PROTEIN EXISTENCE :spermidine biosynthetic process; IEA:UniProtkB-KWV. InterPro; IPRO02885; Arg; optimas_swi | e s soncn s
Source: crop est databsse entry relevance vector Synonyms: =
80.5%  pscaF2Ig S71239° ARG Legend:
DATABASE CROSS-REFERENCES:: step 1/1. - SIMILARITY: Belongs to the Orn/Lys/Arg decarboxylase; ARGINASE-1 . RuleAttribute
PROTEIN EXISTENCE spermidine biosynthetic process; IEA:UniProtKB-KW. InterPro; IPRO02S8S; Arg; = R =BT EE =50
Source: crop est database entry relevance vector LIVER-TYPE RuleDatabase
PROBABLE -
A HZ2BL1Br Q0B425, . - RuleFrequency
REFERENCE LOGATION:The Ablrelated gene (Arg) nonreceptor tyrosine kinase uses two F; GENE ROCF (7
90.3%  papErS)=Abelson-related gene protein; Altame: Full=Tyrosine-protein kinase ARG;, ORGANISM RuleKey\Word L
SPECIES:Mame=AbI2; Synonyms=Arg;; = b 2 RuleCrganism T
Source: srop est datsbs== entry relevance vector 4 RuleSequencelength
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MNAME(S):=Abelson-related gene protein; AltName: Full=Tyrosine-protein kinase ARG;; ORGANISM 100
SPECIES:Name=Abl2; Synonyms=Arg;; HZ36L13r QUB436 sol =
Source: orop est datsbase entry relevance vector 5 19 11 13 9 20 . o9
= |
FaN HZ4SNOSr Q08436 > ol
3% FEFERENCE LOCATIONThe Ablreisted gene (Arg) NOMMECEptor lyrosine kinase uses two F; GENE
NAME(S):=Abelson-related gene protein; AtName: Full=Tyrosine-protein kinase ARG;; ORGANISM 100
SPECIES:Name=Abl2; Synonyms=Ars H QoB436 100
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www.transplantdb.eu

__swzgggﬁr&w__ﬁ?wn The transPLANT project is funded by the European Commission within its 7t Framework Programme under the thematic area “Infrastructures”. Contract number 283496.
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LAILAPS Project: http://lailaps.ipk-gatersleben.de

Technology LAILAPS search engine for life science data
S F | H TS EAIEAPS combines a keyword driven search engine for an integrative access to
. e m m I n g Literature life-science databases, machine learning for a content driven relevance ranking,
Legal & Contact recommender systems for suggestion of related data records and query
eq nd tems fi fion of related dat ds and
T M u e n C h refinements with a user feedback tracking system for an seff learning relevance
* fraining.
Features:
o0
o:: ,: [ Pa U I Ke rS ey s-qifra fast keyword based search
E M B L_ E B I ::: °. - =-non-stafic relevance ranking
(] e LAILAPS s-uiser specific relevance profiles
O':‘.O.'. D an BO I ser — ssuggestion of related enfries
= s=suggestion of related query terms
tﬁraﬂ‘ﬁme ssefflearning by user fracking
& s—deployable at standard desktop PC
100% JAVA

Del p h i ne Stei n bach s-installer for in-house deployment
Aminah Keliet

-
a4

Feeliree to test pre-installed LAILAPS portals:

H EI.m hO ltZZE n iru m mﬂ n Ch e n KI a u S M aye r » | AILAPS to map gene funcfions traits, phenoptypes or ontologies to genomic data  (developed in
German Research Center for Environmental Health - Manuel Spannagl| = P consorm

+ LAJLAPS for in-house data of IPK-Gatersleben  (content copyright by IPK-Gatersleben)

[LAILAPS] [Technology] [Downloads] [Literature] [Legal & Contadt]

supported by

-oject and is funded by the European Commission
ithin its 7th Framework Programme, under the
@ \lematic area "Infrastructures", contract number
ey 33496.

n 1is work was made in the frame of the transPLANT

www.transplantdb.eu

s_—w:;lgr&rgm—_f‘?onx The transPLANT project is funded by the European Commission within its 7t Framework Programme under the thematic area “Infrastructures”. Contract number 283496.
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