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transPLANT

 Trans-national Infrastructure for Plant
Genomic Science

* A4 vyear EU FP7-funded project (DG
CONNECT) coordinated by EMBL-EBI

* An I3 project with elements of coordination,
service and RTD

* Involves 11 European partners including
companies
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Project Aims

transPLANT will:

Identify a common set of reference data to be shared between
different researchers and service providers

Construction of missing data archives
Provide tools to manipulate and mine plant genomic data
Provide an integrating point of interactive access to diverse data sets

Provide a compute environment for programmatic access to plant
genomic data

Develop common standards for use within transPLANT and a wider
community

Train potential users

Engage with other related communities to share experiences, tools
and roadmaps
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About ¥ e.g. rubisco Search

Tools ¥ Training ¥  Standards ~

trans-national infrastructure for plant genomic science

NEWS HIGHLIGHTS
The transPLANT integrated search

News from the transPLANT project and partners. See also the
Get results from ten different plant genomics

transPLANT newsletter.
databases in a single click.

l - S LD
Try a sample search... tra :
Mining Plant Variation Data s = éj =

Workshop on plant variation data, re-sequencing

projects and GWAS analyses within transPLANT,

hosted at The European Bioinformatics Institute, transPLANT
Cambridge, UK from 1st July to 3rd July. Click here

1o apply is a European-Union funded e-infrstructure to support computational

analysis of genomic data from crop and model plants. The project
funds coordination and research activities; and provides free access
to tools, training and data standards.

BSC releases COMPSs version 1.2

The Grid Computing and Clusters group of Barcelona
Supercomputing Center is proud to announce the release
of COMPSs version 1.2. A framework for easily
implement distributed applications.

You can use this site to:

o Find content from ten different plant genomics databases in a
single click e.g. search for "rubisco”.

e Find out what genomic databases are available for your species

Filling the gap between sequence and function; a of interest in our genome resource registry e.g. look for

"Arabidopsis” here.

bioinformatics approach e Archive, accession and update plant variation data: find out

This thesis focuses on deriving function from
more.

sequence information, with the emphasis on plant

o Build phenotype and environment datasets with the

http://www.transplantdb.eu

Find out more, and perform integrated search of all transPLANT member
resources
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CURRENT SEARCH

Found 11 results

FILTER BY HOST
o EMBL-EBI (2)
o CSHL (1)
o Gramene (1)
e JGI (1
o MIPS/PGSB (1)

Show more

FILTER BY DATA TYPE:

mic (8)

compounds (1)
o embl (1)
o enzymes (1)

Show more

FILTER BY KEYWORDS:

o ensembl (3)

o comparative (2)

Resources registry @ transPLANT:

e.g. rubisco Search

Database entries Resources transPLANT web

Search » Search results » zea mays

Search

zea mays Search

Did you mean

zea mips

Search results

Zea mays- Gramene- Gramene

Instance: m m Instance Description: m m Ensembl Instance Species: m m
Version Release ... Common Name: Maize Instance URL: http://ensembl.gramene.org/m
Resource Details: a Resource for

Anonymous (not verified) - 29.09.2014 - 16:10

Zea mays mays- CornCyc- Plant Metabolic Network

CornCyc Instance: m m Species: E m m Version Release Name: 3.5 Source
URL: m corn maize enzyme gene reaction compound metabolic pathway metabolite
bmchem1stry Species

Anonymous (not verified) - 29.09.2014 - 16:10

Zea mays ZmB73 V2- gnpGenome- URGI

> 300 distinct plant genome resources registered
incl. URL, version info, tools,

Keyword search available, e.g. ‘tomato’

Manually curated, updated regularly
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User training @ transPLANT

 We are organizing a series of user training
workshops to introduce and train in transPLANT
plant genome resources and tools

e Different core areas covered such as triticeae or
Solanaceae resources

* Additional user training workshops at
conferences (PAG, ...) or on request!

* Online user training materials available (tutorials,
videos, ...) at transPLANT webhub: http://
www.transplantdb.eu/
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1st transPLANT user training workshop:
,Exploring triticeae resources”

12-13 November 2012 in Versailles, France
INRA URGI campus
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2nd transPLANT user training workshop:
,Exploring triticeae resources” — hands-on

et
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27-28 June 2013 in Poznan, Poland, Adam
Mickiewicz University campus
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3rd transPLANT user training workshop:
,Exploiting and understanding Solanaceous genomes”

\VAGFNINGFNWL::I:‘::"NRUTLT
13-14 October 2014 in Wageningen
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4th transPLANT user training workshop:

,Exploring Plant Variation Data “

Training

Training Hom

Mining plant variation data

Venue:

European Bioinformatics Institute, CB10 1SD
United Kingdom

See map: Google Maps
Date: Wednesday, July 1, 2015 - Friday, July 3, 2015
Organizers:

Paul Kersey , EMBL-EBI, UK

Admin support:
Allison Beaumont
ation: Open application with selection

Overview | Programme | Venue |

EMBL-EBI

E Train at EBI Train outside EBI = Train Online Public events About Training = Contacts

Topic Trainer

12:00-13:00 | Lunch

13:00-13:30 | Wekcome and introduction Paul Kersey and Manuel
Spannagl

13:30- 14:00 | Plant variation data - what's avaiiable, what new projects are expected Martin Mascher (IPK)

14:00- 15:30 | Hands-on tutorial on SNP calling and data interpretation Georg Haberer and Manuel
Spannagl (HMGU)

15:30- 16:00 | Tea/coffee bresk

16:00- 17:00 | Hands-on tutorial on SNP calling and data interpretation (Cotd.) Georg Haberer and Manuel
Spannagl (HMGU)

17:15-18:00 | Structural variation detection Jorge Duarte (BioGemma)

Check in
19:00 Dinner Hinxton Hall

09:00- 10:00 | Tutorial on the Introgression Broviser (iBroviser) Jan - Peter Nap (WUR)

10:00- 11:00 | "Hands-on’ workshop on variation data in Ensembl Plants Dan Bolser, Paul Kersey
(EMBL-EBI)

11:00- 11:30 | Teafcoffee break

11:30-12:30 | "Hands-on’ workshop on variation data in Ensembl Plants Dan Bolser, Paul Kersey
(EMBL-EBI)

12:30 - 13:30 Lunch

13:30-15:30 | Presentation and hands-on tutorial of the VCF viewer Antoine Janssen (KeyGene)

15:30- 16:00 | Tea/coffee bresk

16:00- 16:30 | Tak: TILLING at TGAC Sarah Ayling (TGAC)

16:30-17:00 | Tutorial: PolyMarker Ricardo Ramirez (TGAC)

17:00-17:30 | Talk: resequencing approaches (WGS vs exome vs Gbs/RAD) Sarzh Ayling (TGAC)

17:30-18:00 | Open discussion Al

19:00 Dinner

03:30 A hands-on i and tutorial t Wide Studies (GWAS) Umit Seren (GMI)

11:00- 11:30 | Teafcoffee break

11:30-12:30 | Ahands-on i on and tutorial b Wide Association Studies (GWAS) Umit Seren (GMI)
(Cotd.)

12:30-13:00 | Course virap up and feedback

13:00- 14:00 | Lunch

14:00 Participants leave (Shuttle to Cambridge Station departs)

01-03 July 2015 in Hinxton
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